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1 <110> APPLICANT: Goodwin, Raymond G *— I M I t Tt CZ U 

2 Din, Wanwan S . 

3 <120> TITLE OF INVENTION: METHODS OF USE OF THE TACI/TACI-L INTERACTION 

4 <130> FILE REFERENCE: 2519 

5 <140> CURRENT APPLICATION NUMBER: US/O 9/302 , 863 

6 <141> CURRENT FILING DATE: 1999-04-30 

7 <160> NUMBER OF SEQ ID NOS : 5 

8 <170> SOFTWARE: Patent In Ver. 2.0 

9 <210> SEQ ID NO 1 

10 <211> LENGTH: 1377 

11 <212> TYPE: DNA 

12 <213> ORGANISM: Human 

13 <22 0> FEATURE: 

14 <221> NAME/KEY: CDS 

15 <222> LOCATION: (14).. (892) 

16 <40 0> SEQUENCE: 1 

17 agcatcctga gta atg agt ggc ctg ggc egg age agg cga ggt ggc egg 4 9 

18 Met Ser Gly Leu Gly Arg Ser Arg Arg Gly Gly Arg 
1^ 1 5 10 

2 0 age cgt gtg gac cag gag gag cge ttt cca cag gge ctg tgg acg ggg 97 

21 ser Arg Val Asp Gin Glu Glu Arg Phe Pro Gin Gly Leu Trp Thr Gly 

22 15 20 25 

2 3 gtg get atg aga tec tgc cec gaa gag eag tae tgg gat cct ctg ctg 145 

24 Val Ala Met Arg Ser Cys Pro Glu Glu Gin Tyr Trp Asp Pro Leu Leu 

25 30 35 40 

26 ggt acc tgc atg tec tgc aaa acc att tgc aac cat cag age eag egc 193 

27 Gly Thr Cys Met Ser Cys Lys Thr lie Cys Asn His Gin Ser Gin Arg 

28 45 50 55 60 

29 acc tgt gca gee tte tgc agg tea etc age tgc egc aag gag eaa ggc 241 

3 0 Thr Cys Ala Ala Phe Cys Arg Ser Leu Ser Cys Arg Lys Glu Gin Gly 

31 65 70 75 

32 aag tte tat gae cat etc ctg agg gae tgc ate age tgt gee tec ate 289 
3 3 Lys Phe Tyr Asp His Leu Leu Arg Asp Cys lie Ser Cys Ala Ser He 

34 80 85 90 

3 5 tgt gga eag cac cct aag eaa tgt gca tae tte tgt gag aac aag etc 3 37 

36 Cys Gly Gin His Pro Lys Gin Cys Ala Tyr Phe Cys Glu Asn Lys Leu 

37 95 100 105 

38 agg age eea gtg aac ctt cca cca gag etc agg aga cag egg agt gga 385 
3 9 Arg Ser Pro val Asn Leu Pro Pro Glu Leu Arg Arg Gin Arg Ser Gly 

40 110 115 120 

41 gaa gtt gaa aac aat tea gac aac teg gga agg tae eaa gga ttg gag 433 

42 Glu val Glu Asn Asn Ser Asp Asn Ser Gly Arg Tyr Gin Gly Leu Glu 

43 125 130 135 140 

44 cac aga ggc tea gaa gca agt cca get etc ceg ggg ctg aag ctg agt 481 
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45 His Arg Gly Ser Glu Ala Ser Pro Ala Leu Pro Gly Leu Lys Leu Ser 

46 145 150 155 

47 gca gat cag gtg gcc ctg gtc tac age acg ctg ggg etc tgc ctg tgt 52 9 
' 4 8 Ala Asp Gin Val Ala Leu Val Tyr Ser Thr Leu Gly Leu Cys Leu Cys 

4? 160 165 170 

50 gcc gtc etc tgc tgc ttc ctg gtg gcg gtg gee tgc ttc etc aag aag 577 

51 Ala Val Leu Cys Cys Phe Leu Val Ala Val Ala Cys Phe Leu Lys Lys 

52 175 180 185 

53 agg ggg gat ccc tgc tec tgc cag ccc cgc tea agg ccc cgt caa agt 625 

54 Arg Gly Asp Pro Cys Ser Cys Gin Pro Arg Ser Arg Pro Arg Gin Ser 

55 190 195 200 

56 ccg gcc aag tct tec cag gat cac gcg atg gaa gcc ggc age cct gtg 673 

57 Pro Ala Lys Ser Ser Gin Asp His Ala Met Glu Ala Gly Ser Pro Val 

58 205 210 215 220 

59" age aea tee ccc gag cca gtg gag ace tgc age ttc tgc ttc cct gag 721 

60 Ser Thr Ser Pro Glu Pro Val Glu Thr Cys Ser Phe Cys Phe Pro Glu 

61 225 230 235 

62 tgc agg gcg ccc acg cag gag age gea gtc acg cct ggg ace ccc gac 769 

63 Cys Arg Ala Pro Thr Gin Glu Ser Ala Val Thr Pro Gly Thr Pro Asp 

64 240 245 250 

65 ccc act tgt get gga agg tgg ggg tgc cac ace agg ace aea gtc ctg 817 

66 Pro Thr Cys Ala Gly Arg Trp Gly Cys His Thr Arg Thr Thr Val Leu 

67 255 260 265 

68 cag cct tgc cca eac ate cca gac agt gge ctt ggc att gtg tgt gtg 865 

69 Gin Pro Cys Pro His lie Pro Asp Ser Gly Leu Gly lie Val Cys Val 

70 270 275 280 

71 cct gcc cag gag ggg ggc cca ggt gca taaatggggg tcagggaggg 912 

72 Pro Ala Gin Glu Gly Gly Pro Gly Ala 

73 285 290 

"^4 aaaggaggag ggagagagat ggagaggagg ggagagagaa agagaggtgg ggagagggga 972 

75 gagagatatg aggagagaga gaeagaggag geagaaaggg agagaaaeag aggagacaga 103 2 

76 gagggagaga gagacagagg gagagagaga cagaggggaa gagaggcaga gagggaaaga 1092 

77 ggcagagaag gaaagagaea ggeagagaag gagagaggea gagagggaga gaggcagaga 1152 

78 gggagagagg cagagagaca gagagggaga gagggacaga gagagataga geaggaggte 1212 

79 ggggcactet gagtcceagt tcceagtgca gctgtaggte gteatcacct aaceacacgt 1272 

80 gcaataaagt ectcgtgcet gctgctcaea geeeeegaga gcecctccte etggagaata 1332 

81 aaacetttgg cagetgccct tecteaaaaa aaaaaaaaaa aaaaa 1377 

82 <210> SEQ ID NO 2 

83 <211> LENGTH: 293 

84 <212> TYPE: PRT 

85 <213> ORGANISM: Human 

86 <400> SEQUENCE: 2 

87 Met Ser Gly Leu Gly Arg Ser Arg Arg Gly Gly Arg Ser Arg Val Asp 

88 1 5 10 15 

89 Gin Glu Glu Arg Phe Pro Gin Gly Leu Trp Thr Gly Val Ala Met Arg 

90 20 25 30 

91 Ser Cys Pro Glu Glu Gin Tyr Trp Asp Pro Leu Leu Gly Thr Cys Met 

92 35 40 45 

93 Ser Cys Lys Thr lie Cys Asn His. Gin Ser Gin Arg Thr Cys Ala Ala 

94 50 55 60 
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95 Phe Cys Arg Ser Leu Ser Cys Arg Lys Glu Gin Gly Lys Phe Tyr Asp 

96 65 70 75 80 

97 His Leu Leu Arg Asp Cys lie Ser Cys Ala Ser lie Cys Gly Gin His 

98 85 90 95 

99 Pro Lys Gin Cys Ala Tyr Phe Cys Glu Asn Lys Leu Arg Ser Pro Val 
ICQ 100 105 110 

101 Asn Leu Pro Pro Glu Leu Arg Arg Gin Arg Ser Gly Glu Val Glu Asn 

102 115 120 125 

103 Asn Ser Asp Asn Ser Gly Arg Tyr Gin Gly Leu Glu His Arg Gly Ser 

104 130 135 140 

105 Glu Ala Ser Pro Ala Leu Pro Gly Leu Lys Leu Ser Ala Asp Gin Val 

106 145 150 155 160 

107 Ala Leu Val Tyr Ser Thr Leu Gly Leu Cys Leu Cys Ala Val Leu Cys 

108 165 170 175 

109 Cys Phe Leu Val Ala Val Ala Cys Phe Leu Lys Lys Arg Gly Asp Pro 

110 180 185 . 190 

111 Cys Ser Cys Gin Pro Arg Ser Arg Pro Arg Gin Ser Pro Ala Lys Ser 

112 195 200 205 

113 Ser Gin Asp His Ala Met Glu Ala Gly Ser Pro Val Ser Thr Ser Pro 

114 210 215 220 

115 Glu Pro Val Glu Thr Cys Ser Phe Cys Phe Pro Glu Cys Arg Ala Pro 

116 225 230 235 240 

117 Thr Gin Glu Ser Ala Val Thr Pro Gly Thr Pro Asp Pro Thr Cys Ala 

118 245 250 255 

119 Gly Arg Trp Gly Cys His Thr Arg Thr Thr Val Leu Gin Pro Cys Pro 

120 , 260 265 270 

121 His lie Pro Asp Ser Gly Leu Gly lie Val Cys Val Pro Ala Gin Glu 

122 275 280 285 
12 3 Gly Gly Pro Gly Ala 

124 290 

125 <210> SEQ ID NO 3 
12 6 <211> LENGTH: 1057 

127 <212> TYPE: DNA 

128 <213> ORGANISM: Human 

12 9 <220> FEATURE: 

13 0 <221> NAME/KEY: CDS 

131 <222> LOCATION: (58).. (912) 

132 <400> SEQUENCE: 3 

13 3 agcaagttca gcctggttaa gtccaagctg aattccggtc aaagttcaag tagtgat 57 

134 atg gat gac tec aca gaa agg gag cag tea cgc ctt act tct tgc ctt 105 

13 5 Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu Thr Ser Cys Leu 

136 1 5 10 15 ' 

137 aag aaa aga gaa gaa atg aaa ctg aag gag tgt gtt tec ate etc cca 153 
13 8 Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val Ser lie Leu Pro 

139 20 25 30 

140 egg aag gaa age cec tct gtc cga tec tec aaa gac gga aag ctg ctg 201 

141 Arg Lys Glu Ser Pro Ser Val Arg Ser Ser Lys Asp Gly Lys Leu Leu 

142 35 40 45 

143 get gca aee ttg ctg ctg gea ctg ctg tct tgc tgc etc aeg gtg gtg 249 

144 Ala Ala Thr Leu Leu Leu Ala Leu Leu Ser Cys Cys Leu Thr Val Val 
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145 






50 










55 










60 












146 




tct 


ttc 


tac 


eag 


gtg 


gee 


gee 


ctg 


caa 


ggg 


gae 


e tg 


gee 


age 


etc 


ccrcr 
^y y 


297 


147 




Ser 


Phe 


Tyr 


Gin 


Val 


Ala 


Ala 


Leu 


Gin Gly Asp 


Leu 


Ala 


Ser 


Leu 


Arcr 




148 




65 










70 










75 










80 




149 




9Cci 




ctg 


eag 


ggc 


eae 


eae 


gcg 


gag 


aag 


ctg 


eea 


gea 




gca 


yya 


345 


150 




Ala 


Glu 


Leu Gin Gly His 


His 


Ala 


Glu 


Lys 


Leu 


Pro 


Ala 


Glv 


Ala 


Glv 




151 












85 










90 










95 






152 




CfCC 


ccc 


aag 


gee 


ggc 


ctg gag gaa 


get 


eea 


get 


gtc 


aee 


aca 


aa!i 
yy<* 


eta 
L-y 


3 93 


153 




Ala 


Pro 


Lys Ala Gly Leu Glu Glu Ala 


Pro 


Ala 


Val 


Thr 


Ala 


Glv 


Leu 




154 










100 










105 










110 








155 




aaa 


ate 


ttt 


gaa 


eea 


eea 


get 


eea 


gga 


gaa 


ggc 


aae 


tec 


agt 


cag 


aac 


441 


156 




Lys 


lie 


Phe 


Glu 


Pro 


Pro 


Ala 


Pro 


Gly Glu Gly 


Asn 


Ser 


Ser 


Gin 


Asn 




157 








115 










120 










125 










158 




age 


aga 


aat 


aag 


cgt 


gee 


gtt 


eag 


ggt 


eea 


gaa 






at c 




A A 


*± O J 


159 




Ser 


Arg 


Asn 


Lys 


Arg 


Ala 


Val 


Gin Gly 


Pro 


Glu 


Glu 


Thr 


Val 


Thr 


Gin 




160 






130 










135 










140 












161 




gac 


tgc 


ttg 


caa 


ctg 


att 


gca 


gae 


agt 


gaa 


aca 


eea 


act 




A A 


AAA 
CLCLCL 




162 




Asp 


Cys 


Leu 


Gin 


Leu 


He 


Ala 


Asp 


Ser 


Glu 


Thr 


Pro 


Thr 


He 


Gin 


Lys 




163 




145 










150 










155 










160 




164 

i w ^ 




gga 


tct 


tac 


aca 


ttt 


gtt 


eea 


tgg 


ctt 


etc 


age 


ttt 






yyo- 


a^at 

CLy 


o 


165 




Gly Ser 


Tyr 


Thr 


Phe 


Val 


Pro 


Trp 


Leu 


Leu 


Ser 


Phe 


Lys 


Arc 


Glv 


Ser 




166 












165 










170 










175 






167 




gcc 


eta 


gaa 


gaa 


aaa 


gag 


aat 


aaa 


ata 


ttg 


gtc 


AAA 


fTA A 
^ CLCL 


act 


ygL 


tac 


^ ^ J 


168 




Ala 


Leu 


Glu 


Glu 


Lys 


Glu 


Asn 


Lys 


He 


Leu 


Val 


Lys 


Glu 


Thr 


Glv 


Tvr 

X y J. 




169 










180 










185 










190 








170 




ttt 


ttt 


ata 


tat 


ggt 


eag 


gtt 


tta 


tat 


act 


gat 


aag 


ace 


tac 


acc 


fit a 

n ^ y 


681 

Q V J. 


171 




Phe 


Phe 


He 


Tyr Gly Gin Val 


Leu 


Tyr 


Thr 


Asp 


Lys 


Thr 


Tvr 

i y J. 


Ala 


Met 




172 








195 










200 










205 










173 






cat 


eta 


att 


eag 


agg 


aag 


aag 


gtc 


cat 


gtc 


ttt 


yyy 


gat 




ttCT 

uuy 


729 


174 




Gly His 


Leu 


He 


Gin Arg 


Lys 


Lys 


Val 


His 


Val 


Phe 


Glv 


Asp 


Glu 


Leu 




175 






210 










215 










220 












176 




agt 


ctg 


gtg 


act 


ttg 


ttt 


cga 


tgt 


att 


caa 


aat 


ex y 




gaa 


aca 


eta 


777 

iff 


177 




Ser 


Leu 


val 


Thr 


Leu 


Phe 


Arg 


Cys 


He 


Gin 


Asn 


Met 


Pro 


Glu 


Thr 


Leu 




178 




225 










230 










235 










240 




179 




CGC 


aat 


aat 


tec 


tgc 


tat 


tea 


get 


ggc 


att 


gca 


aaa 


ctg 


gaa 


gaa 


gga 


8? ^ 


180 




Pro 


Asn 


Asn 


Ser 


Cys 


Tyr 


Ser Ala Gly He Ala 


Lys 


Leu 


Glu 


Glu 


Gly 




181 












245 










250 










255 






X o ^ 




gat 


gaa 


etc 


caa 


ctt 


gca 


ata 


eea 


aga 


gaa 


aat 


gca 


caa 


ata 


tea 


ctg 


n 7 


TOO 

183 




Asp 


Glu 


Leu 


Gin 


Leu 


Ala 


He 


Pro Arg 


Glu 


Asn 


Ala 


Gin 


He 


Ser 


Leu 




184 










260 










265 










270 








185 




gat 


gga 


gat 


gtc 


aca 


ttt 


ttt 


ggt 


gea 


ttg aaa 


ctg 


ctg 


tgacetactt 


922 


186 




Asp Gly 


Asp 


Val 


Thr 


Phe 


Phe Gly Ala Leu Lys 


Leu 


Leu 










187 








275 










280 










285 










188 




acaccatgtc tgtagctatt ttcctccctt 


. tctctgtaee 


tetaagaaga aagaatctaa 


982 


189 




ctgaaaatac caaaaaaaaa aaaaaaaaaa 


. aaagatcttt 


aattaagcgg ecgcaagctt 


1042 


190 




attcccttta gtgag 
























1057 


191 


<210> 


SEQ 


ID NO 4 






























192 


<211> 


LENGTH : 


285 






























193 


<212> 


TYPE 


1: PRT 






























194 


<213> 


ORGANISM: Human 
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1 9R 


<r400 > 


SEQUENCE: 4 




























J. -7 O 




Met 


Asp 


Asp 


Ser 


Thr 


Glu 


ArQ 


Glu 


Gin 


Ser 


Arcr 


Leu 


Thr 


Ser 


Cvs 


Leu 


J. J / 




1 








5 










10 










15 








Lys 


Lys 


Arg 


Glu 


Glu 


Met 


Lys 


Leu 


Lys 


Glu 


Cys 


Val 


Ser 


He 


Leu 


Pro 


199 
j~ ^ J 










20 










25 










30 






o n n 
z u u 




Arg 


Lys 


Glu 


O CI, 




O -L 


Val 




Ser 


Ser 


Lys 


Asp 


Glv 


Lys 


Leu 


Leu 


201 








35 










40 










45 








^ u ^ 




Ala 


Ala 


Thr 


Leu 


Leu 


Leu 


Ala 


Leu 


Leu 


Ser 


Cys 


Cvs 


Leu 


Thr 


Val 


Val 


^ u ^ 






50 










55 










60 














Ser 


Phe 


Tyr 


Gin 


Val 


Ala 


Ala 


Leu 


Gin 


Glv 


Asp 


Leu 


Ala 


Ser 


Leu 


Arcr 


7 0 5 

^ U -J 




65 










70 










75 










80 


z U O 




Ala 


Glu 


Leu 


Gin 


Glv 


His 


His 


Ala 


Glu 


Lys 


Leu 


Pro 


Ala 


Glv 


Ala 


Glv 

j-y 


^ u / 












85 










90 










95 




n Q 




Ala 


Pro 


Lys 


M a 

nJ.Cl 


Glv 




Glu 


Glu 

V7X 


Ala 


Pro 


Ala 


Val 


Thr 


Ala 


Glv 


Leu 


9 0 9 










100 










105 










110 










Lys 


He 


Phe 


Gl 11 


It i- ^ 


It J. U 


Ala 


f X \^ 


Glv 


Glu 


Glv 


Asn 


Ser 


Ser 


Gin 


Asn 


911 








115 










120 










125 












Ser 


Ara 


Asn 


XJ y o 




Ala 


Val 

V dX 


Gin 


Glv 


Pro 


Glu 


Glu 


Thr 


Val 


Thr 


Gin 


9 T T 






130 










135 










140 














Asp 


Cys 


Leu 


Gl n 


Leu 


He 


Ala 


Asp 


Ser 


Glu 


Thr 


Pro 


Thr 


He 


Gin 


Lys 


9 1 




145 










150 










155 










160 






Gly 


Ser 


Tyr 


± 111. 




V dJ. 


XT i. 




Leu 


Leu 


Ser 


Phe 


Lys 


Arci 


Glv 


Ser 


917 












165 










170 










175 




Z J. o 




Ala 


Leu 


Glu 


Glu 


Lys 


Glu 


Asn 


Lys 


He 


Leu 


Val 


Lys 


Glu 


Thr 


Glv 


Tvr 

J. y J. 


219 










180 










185 










190 






220 




Phe 


Phe 


He 


Tvr" 

J. y J. 


Glv 

\jj.y 


Gin 


Val 


Leu 


Tvr 

X y J. 


Thr 


Asp 


Lvs 


Thr 


Tyr 


Ala 


Met 


221 








195 










200 










205 








222 




Gly 


His 


Leu 


He 


Gin 


ArcT 


Lys 


LVS 


val 


His 


Val 


Phe 


Gly 


Asp 


Glu 


Leu 


223 

£a £a ^ 






210 










215 










220 










994 
^ ^ ^ 




Ser 


Leu 


Val 


Thr 


Leu 


Phe 


Arcr 


Cvs 

*-y d 


He 


Gin 


Asn 


Met 


Pro 


Glu 


Thr 


Leu 


99 5 




225 










230 










235 










240 


99^^ 
^ ^ o 




Pro 


Asn 


Asn 


Ser 


\_y & 


J. y i. 


Ser 


Ala 


Glv 


He 


Ala 


Lys 


Leu 


Glu 


Glu 


Glv 

»j J. y 


997 












245 










250 










255 




99R 




Asp 


Glu 


Leu 


Gin 


Leu 


Ala 


He 


Pro 


Arg 


Glu 


Asn 


Ala 


Gin 


He 


Ser 


Leu 


O 9 Q 

Z Z J7 










260 










265 

J 










270 






9 3 0 

^ J u 




Asp 


Gly 


Asp 


Val 


Thr 


Phe 


Phe 


Glv 

\jj.y 


Ala 


Leu 


Lys 


Leu 


Leu 








Z J ± 








275 










980 
^ o u 










285 








9 39 


.r-9 1 n 


SEQ 


ID NO 5 




























Z J J 


<Z J. JL> 


LENGTH : 


232 




























234 


<212> 


TYPE : PRT 




























235 


<213> 


ORGANISM: human 


























236 


<400> 


SEQUENCE : 5 




























237 




Met Ala Arg Arg 


Leu 


Trp 


He 


Leu 


Ser 


Leu 


Leu 


Ala 


val 


Thr 


Leu 


Thr 


238 




1 








5 










10 










15 




239 




val 


Ala 


Leu 


Ala 


Ala 


Pro 


Ser 


Lys 


Ser 


Lys 


Arg 


Arg 


Thr 


Ser 


Ser 


Asp 


240 










20 










25 










30 






241 




Arg 


Met 


Lys 


Gin 


He 


Glu 


Asp 


Lys 


He 


Glu 


Glu 


He 


Leu 


Ser 


Lys 


He 


242 








35 










40 










45 








243 




Tyr 


His 


He 


Glu 


Asn 


Glu 


He 


Ala 


Arg 


He 


Lys 


Lys 


Leu 


He 


Gly 


Glu 


244 






50 










55 










60 
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